The causal agent of rust on blueberries in New Zealand was determined by molecular and morphological analyses as Pucciniastrum minimum rather than Naohidemyces vacciniorum as first reported in 2004.
corymbosum in Queensland and New South Wales in Australia, which prompted a re-examination of the New Zealand collections of rust fungi on blueberries. DNA from two recent collections (PDD 104137 and PDD 102321) was extracted and the 28S region (nuLSU) was amplified according to the protocol outlined in Padamsee and McKenzie (2014) . The LSU sequence of PDD 104137 and P D D 1 0 2 3 2 1 ( G e n B a n k M K 3 5 3 4 1 9 a n d MK353420, respectively) had 99% identity (with 1 00 % q ue r y c ov er ag e) t o T he k op s o r a m i n i m a (HM439777) in a BLAST search.
The newly generated sequences were aligned with five other sequences of P. minimum (as T. minima) deposited in GenBank and 21 sequences from the Padamsee and McKenzie (2014) study, which demonstrated that Thekopsora minima is recovered in a clade that encompasses Pucciniastrum sensu stricto and as a result the appropriate name for this species should be Pucciniastrum miminum. The dataset was analysed in GARLI (Zwickl 2006) using the GTR + Γ + I model of evolution and 1000 maximum likelihood bootstrap support (MLBS) values were generated in PhyML 3.0 (Guindon and Gascuel 2003) . In the resulting phylogeny (Fig. 1) , the generated sequences of the rust on blueberry in New Zealand were recovered in a highly-supported clade (100% M L B S ) w i t h t h e o t h e r f i v e s e q u e n c e s o f P. minimum (as T. minima). The phylogeny also demonstrates that this fungal species is recovered in the moderately supported clade (69% MLBS) with other Pucciniastrum species, including the generic type P. epilobii. 
